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Molecular dynamics is reaching the mature age. Recent advances in force-fields
and simulation algorithm allow us to perform simulations using “state of the
art” simulation conditions, in time scales which are approaching, or even
exceeding the microsecond. Furthermore, massive computers allow the
simultaneous study of many macromolecules. It is now possible to obtain a
global, qualitative view of the dynamics of the entire proteome. This is the
objective of the Molecular Dynamics Extended Library (MODEL). I will summarize
during my talk the last advances in MODEL and a full set of preliminary 
results obtained with a small, but highly representative fraction of the database:
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